: Crystal structure of GABP α/β protein (1AWC). ETS domain (orange) interacts with the Ankyrin motif (blue) of the complex through α-helix H1. The auto-inhibitory domain is represented in red.
: A) A representative residue interaction network (RIN) from the modeled complexes. Amino acids of ETS domain with a Z-score ≥ 2 are considered central (colored yellow (2) to red (≥ 4)) B) Representation of the central residues (Orange sticks), identified from the residue centrality analysis, which are involved in the interacting surface. Tyr412, Glu362 and Pro334 (Wheat sticks) interact only with ETS residues. 
